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24950
361191
305291
311569
296259
25288
114024
299002
361866
316395
309758
361815
298576
299197
303614
362814
117553
25576
59317
360958
25230
24851
301511
360854
64185
29324
691149
363062
117029
54321
259242
60628
314212
502674
25566
305391
79115
301737
291964
306204
81661
192154
313370
65038
305332
25152
29456
315926
24779
298982
315655
362918
192253
65261
25484

Symbols

MGC156498,S5AR 1,Srd5al
Nsun2,RGD1311954
RGD1308828,S5AR 3,Srd5a3
Acas2,Acss2

Acas2l,Acss1
ACS,Acas,Acs|1,COAA,Facl2
Acs3,Acsl3,Facl3
G2e3,RGD1310263

Hacel

Hecw2

Herc4

MGC116114,Rnf8
Mul1,RGD1309944
RGD1307597
RGD1310067,Smurf2

Rnf4l

Uba3,Ubelc
14-3-3e1,MGC93547,Ywhah
4.1N,Epb4.111,Epba1ll
Ablim2

Add3
Alpha-tm,Tma2,Tmsa,Tpm1
Arpc2

Arpc5,MGC116419
Cap1,MGC108691,Mch1
Cappa3,Capza3

Capzal2

Ccd1,Dixdcl
Cer5,Ckr5,Cmkbr5

Cnn3

Cr16,Wipf3
Cxcr4,MGC108696

Daam1

Dstn2
E-Tmod,Tmod,Tmod1
Eg1,FKSG20,Med28,RGD13(
Evl
Fer,Fert2,Flk,Flk_retired
Fhod1

Finb

Gmfb,MGC93372

Hip1

Hook1

Inppl1,Ship2
Limch1,RGD1305269
Map1la,Mtapla
Map1lb,Mtaplb
MGC189074,Pls1
MGC93554,SIc4al
MGC93683,Maea
MGC95168,Rdx

Mtss1

Myo16,Myr8
Myolc2,Myr22
MYRS5,Myole,Myr3

Name

enriched genes FLX07

TermID

steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha-steroid delta 4-dehydrogenase alpha 1) G0:0003865

NOL1/NOP2/Sun domain family, member 2

steroid 5 alpha-reductase 3

acyl-CoA synthetase short-chain family member 2
acyl-CoA synthetase short-chain family member 1
acyl-CoA synthetase long-chain family member 1
acyl-CoA synthetase long-chain family member 3
G2/M-phase specific E3 ubiquitin ligase

HECT domain and ankyrin repeat containing, E3 ubiquitin protein ligase 1
HECT, C2 and WW domain containing E3 ubiquitin protein ligase 2
hect domain and RLD 4

ring finger protein 8

mitochondrial ubiquitin ligase activator of NFKB 1
similar to mKIAA0317 protein

SMAD specific E3 ubiquitin protein ligase 2

ring finger protein 41

ubiquitin-like modifier activating enzyme 3

tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, eta polypeptide
erythrocyte membrane protein band 4.1-like 1

actin binding LIM protein family, member 2

adducin 3 (gamma)

tropomyosin 1, alpha

actin related protein 2/3 complex, subunit 2

actin related protein 2/3 complex, subunit 5

CAP, adenylate cyclase-associated protein 1 (yeast)
capping protein (actin filament) muscle Z-line, alpha 3
capping protein (actin filament) muscle Z-line, alpha 1
DIX domain containing 1

chemokine (C-C motif) receptor 5

calponin 3, acidic

WAS/WASL interacting protein family, member 3
chemokine (C-X-C motif) receptor 4

dishevelled associated activator of morphogenesis 1
destrin

tropomodulin 1

mediator complex subunit 28

Enah/Vasp-like

fer (fms/fps related) protein kinase, testis specific 2
formin homology 2 domain containing 1

filamin, beta

glia maturation factor, beta

huntingtin interacting protein 1

hook homolog 1 (Drosophila)

inositol polyphosphate phosphatase-like 1

LIM and calponin homology domains 1
microtubule-associated protein 1A
microtubule-associated protein 1B

plastin 1 (I isoform)

solute carrier family 4 (anion exchanger), member 1
macrophage erythroblast attacher

radixin

metastasis suppressor 1

myosin XVI

myosin IC

myosin |E

G0:0003865
G0:0003865
G0:0003987
G0:0003987
G0:0003987
G0:0003987
G0:0016881
G0:0016881
G0:0016881
G0:0016881
G0:0016881
G0:0016881
G0:0016881
G0:0016881
G0:0016881
G0:0016881
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
G0:0003779
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TermDesc
3-ox0-5-alpha-steroid 4-dehydrogenase activity
3-ox0-5-alpha-steroid 4-dehydrogenase activity
3-oxo-5-alpha-steroid 4-dehydrogenase activity
acetate-CoA ligase activity
acetate-CoA ligase activity
acetate-CoA ligase activity
acetate-CoA ligase activity
acid-amino acid ligase activity
acid-amino acid ligase activity
acid-amino acid ligase activity
acid-amino acid ligase activity
acid-amino acid ligase activity
acid-amino acid ligase activity
acid-amino acid ligase activity
acid-amino acid ligase activity
acid-amino acid ligase activity
acid-amino acid ligase activity
actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding

actin binding



enriched genes FLX07

553106 Ncald neurocalcin delta G0:0003779 actin binding

81531 Pfn2 profilin 2 GO0:0003779 actin binding

25122 Scnnla sodium channel, nonvoltage-gated 1 alpha G0:0003779 actin binding

29211 Spnb3,Sptbn2 spectrin, beta, non-erythrocytic 2 GO0:0003779 actin binding

117557 TM30nm,Tpm3,Tpm5 tropomyosin 3, gamma G0:0003779 actin binding

305679 Vel vinculin GO0:0003779 actin binding

117538 Waspip,Wip,Wipfl WAS/WASL interacting protein family, member 1 G0:0003779 actin binding

360950 Wdrl WD repeat domain 1 G0:0003779 actin binding

63836 Actn4 actinin alpha 4 04520 Adherens junction

26955 Afé,MlIt4 myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 4 04520 Adherens junction

307505 Catnal,Ctnnal,MGC93767 catenin (cadherin associated protein), alpha 1 04520 Adherens junction

297357 Catna2,Ctnna2 catenin (cadherin associated protein), alpha 2 04520 Adherens junction

83502 Cdh1 cadherin 1 04520 Adherens junction

316639 Farp2 FERM, RhoGEF and pleckstrin domain protein 2 04520 Adherens junction

25718 IGFIRC,Igf1r,JTK13 insulin-like growth factor 1 receptor 04520 Adherens junction

24954 Insr insulin receptor 04520 Adherens junction

361598 lggapl 1Q motif containing GTPase activating protein 1 04520 Adherens junction

313121 Map3k7,Takl mitogen activated protein kinase kinase kinase 7 04520 Adherens junction

29591 MGC93659,Tgfbrl transforming growth factor, beta receptor 1 04520 Adherens junction

297173 MGC94489,RSA-14-44 RSA-14-44 protein 04520 Adherens junction

498281 Pvrl4,RGD1559826 poliovirus receptor-related 4 04520 Adherens junction

54244 RTS2,CBP,Crebbp,RSTS CREB binding protein 04520 Adherens junction

116490 Sna,Snail snail homolog 1 (Drosophila) 04520 Adherens junction

312451 Tcf32 transcription factor 3 04520 Adherens junction

679869 Tcf712 transcription factor 7-like 2 (T-cell specific, HMG-box) 04520 Adherens junction

292994 Tjp1,20-1 tight junction protein 1 04520 Adherens junction

305679 Vel vinculin 04520 Adherens junction

24854 APOJ,CLI,Clu,DAG,RATTRPN clusterin G0:0016235 aggresome

83502 Cdh1l cadherin 1 G0:0016235 aggresome

291312 GRP,RGD1308977,Ucma upper zone of growth plate and cartilage matrix associated G0:0016235 aggresome

289323 Nvl nuclear VCP-like GO0:0016235 aggresome

301516 Stk36 serine/threonine kinase 36 (fused homolog, Drosophila) G0:0016235 aggresome

24211 Atplal,Nkaalb ATPase, Na+/K+ transporting, alpha 1 polypeptide 04960 Aldosterone-regulated sodium reabsorption
24212 Atpla2,RATATPA2 ATPase, Na+/K+ transporting, alpha 2 polypeptide 04960 Aldosterone-regulated sodium reabsorption
24213 Atpla3,Atpala3 ATPase, Na+/K+ transporting, alpha 3 polypeptide 04960 Aldosterone-regulated sodium reabsorption
25390 Atp1b3,NKAB3S ATPase, Na+/K+ transporting, beta 3 polypeptide 04960 Aldosterone-regulated sodium reabsorption
24214 ATPB2,ATPB2S,Amog,Atplb ATPase, Na+/K+ transporting, beta 2 polypeptide 04960 Aldosterone-regulated sodium reabsorption
24768 ENaC,Scnnlg sodium channel, nonvoltage-gated 1, gamma 04960 Aldosterone-regulated sodium reabsorption
24482 1gf1 insulin-like growth factor 1 04960 Aldosterone-regulated sodium reabsorption
24954 Insr insulin receptor 04960 Aldosterone-regulated sodium reabsorption
25672 MCR,MIr,Nr3c2 nuclear receptor subfamily 3, group C, member 2 04960 Aldosterone-regulated sodium reabsorption
170911 MGC116320,Pik3ca phosphoinositide-3-kinase, catalytic, alpha polypeptide 04960 Aldosterone-regulated sodium reabsorption
366508 Pik3cd phosphoinositide-3-kinase, catalytic, delta polypeptide 04960 Aldosterone-regulated sodium reabsorption
25023 Pkcb,Prkcb,Prkcbl protein kinase C, beta 04960 Aldosterone-regulated sodium reabsorption
25122 Scnnla sodium channel, nonvoltage-gated 1 alpha 04960 Aldosterone-regulated sodium reabsorption
29517 Sgk,Sgk1 serum/glucocorticoid regulated kinase 1 04960 Aldosterone-regulated sodium reabsorption
361705 Cnih2,Cnih31,MGC109307,F cornichon homolog 2 (Drosophila) G0:0032281 alpha-amino-3-hydroxy-5-methyl-4-isoxazolepropionic acid selective glutamate receptor complex
29495 Dlg4,DIgh4,PSD95,5ap90  discs, large homolog 4 (Drosophila) G0:0032281 alpha-amino-3-hydroxy-5-methyl-4-isoxazolepropionic acid selective glutamate receptor complex
29629 GluA4,GIuR-D,GluR4,Griad  glutamate receptor, ionotrophic, AMPA 4 G0:0032281 alpha-amino-3-hydroxy-5-methyl-4-isoxazolepropionic acid selective glutamate receptor complex
25073 Cd3611,SR-B1,Scarb1,Srbl  scavenger receptor class B, member 1 G0:0006702 androgen biosynthetic process

29632 Hsd3b11,Hsd3b6,MGC1092 hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 6 GO0:0006702 androgen biosynthetic process

497991 Med1,RGD1559552 mediator complex subunit 1 G0:0006702 androgen biosynthetic process

24950 MGC156498,S5AR 1,Srd5al steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha-steroid delta 4-dehydrogenase alpha 1) GO0:0006702 androgen biosynthetic process

361191 Nsun2,RGD1311954 NOL1/NOP2/Sun domain family, member 2 GO0:0006702 androgen biosynthetic process

304407 Cldn4 claudin 4 G0:0016327 apicolateral plasma membrane

282581 Fzd6 frizzled homolog 6 (Drosophila) G0:0016327 apicolateral plasma membrane
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312563
292994
29717
24323
24326
29651
65183
60671
24861
396527
301595
396551
574523
396552
24862
79130
60355
24686
308384
116470
59319
316640
312647
300240
313391
363254
64529
362245
64862
83825
24224
297357
25356
24318
25718
363243
29456
25012
308690
25496
295382
311836
295401
25613
292139
360272
306147
290467
57027
24224
25301
24699
25517
79237
363251
294900

Prickle2 prickle homolog 2 (Drosophila)

Tjpl,20-1 tight junction protein 1

Cacnalg calcium channel, voltage-dependent, T type, alpha 1G subunit
Edn1,Etl endothelin 1

ENDOR,Ednral,Eta,RATEND endothelin receptor type A

Aldh1a4,Aldhla7,Aldhpb  aldehyde dehydrogenase family 1, subfamily A7
Aldh3a2,Aldh4,FALDH aldehyde dehydrogenase 3 family, member A2

Gulo gulonolactone (L-) oxidase

UDPGT 1-1,Udpgt1,Ugt11,U UDP glucuronosyltransferase 1 family, polypeptide Al
Udpgt4,Ugt16,UDPGT 1-2,U UDP glucuronosyltransferase 1 family, polypeptide A2
Ugt14,Ugt1a82,UDPGT 1-8,1 UDP glycosyltransferase 1 family, polypeptide A8
Ugt17,UDPGT 1-3,Ugt1a3,U; UDP glycosyltransferase 1 family, polypeptide A3
Ugt18,Ugt1a62,UDPGT 1-5,1 UDP glucuronosyltransferase 1 family, polypeptide A5
Ugt1a92,Ugt1al0,Ugtlall UDP glucuronosyltransferase 1 family, polypeptide A9

Ugt2b,Ugt2b2 UDP glycosyltransferase 2 family, polypeptide B
Csp,Dnajc5 Dnal (Hsp40) homolog, subfamily C, member 5

Nsf N-ethylmaleimide-sensitive factor

PrP,Prn,Prnp prion protein

Sael,Ublela SUMOL1 activating enzyme subunit 1

Stxla syntaxin 1A (brain)

Ambral,Nywl autophagy/beclin 1 regulator 1
Apg4b,Atgdb,MGC112887 ATG4 autophagy related 4 homolog B (S. cerevisiae)
Apg7|,Atg7 ATG7 autophagy related 7 homolog (S. cerevisiae)
Atg101,MGC94201,RGD135 similar to RIKEN cDNA 9430023L20

Atgac ATG4 autophagy related 4 homolog C (S. cerevisiae)

Atg9a,MGC105908,RGD131I ATGY autophagy related 9 homolog A (S. cerevisiae)
Ctsb cathepsin B

MGC105263,Map1llc3a microtubule-associated protein 1 light chain 3 alpha
MGC93422,Map1lc3,Mapll microtubule-associated protein 1 light chain 3 beta
Ania4,Cpg16,Dcamkl1,Dclk1 doublecortin-like kinase 1

Bcl-2,Bcl2 B-cell CLL/lymphoma 2

Catna2,Ctnna2 catenin (cadherin associated protein), alpha 2
Cntn2,TAG-1,TAG-564,TAG1 contactin 2 (axonal)

Drd2 dopamine receptor D2

IGFIRC,|gf1r,JTK13 insulin-like growth factor 1 receptor

KIf7 Kruppel-like factor 7 (ubiquitous)

Map1b,Mtaplb microtubule-associated protein 1B
MGC105414,SNAP-25B,Snaj synaptosomal-associated protein 25

MGC105768,Ndn necdin homolog (mouse)

NOTCH,Notch1,TAN1 Notch homolog 1, translocation-associated (Drosophila)
Ntngl,RGD1563465 netrin G1

Ntng2 netrin G2

Prgl12,Lppr4,Prg-1 lipid phosphate phosphatase-related protein type 4
Ptprzl,Ptpz protein tyrosine phosphatase, receptor-type, Z polypeptide 1
RGD1311558,Shootinl similar to 4930506MO07Rik protein

Slit2 slit homolog 2 (Drosophila)

Slitrk1 SLIT and NTRK-like family, member 1

Slitrk6 SLIT and NTRK-like family, member 6

Adam17,TACE ADAM metallopeptidase domain 17

Bcl-2,Bcl2 B-cell CLL/lymphoma 2

C/EBP,CEBPRNA,Cebpg CCAAT/enhancer binding protein (C/EBP), gamma
CD45,L-CA,Lca,Ptprc,RT7,T2 protein tyrosine phosphatase, receptor type, C
GHF1,GHF1A,PIT1Z,Pit1,Pot POU class 1 homeobox 1

Hex,Hhex hematopoietically expressed homeobox
Nhej1 nonhomologous end-joining factor 1
PrLz,Tpd52 tumor protein D52

enriched genes FLX07

G0:0016327
G0:0016327
G0:0014824
G0:0014824
G0:0014824
00053

00053

00053

00053

00053

00053

00053

00053

00053

00053

G0:0043008
G0:0043008
G0:0043008
G0:0043008
G0:0043008
G0:0006914
G0:0006914
G0:0006914
G0:0006914
G0:0006914
G0:0006914
G0:0006914
G0:0006914
G0:0006914
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0007409
G0:0030183
G0:0030183
G0:0030183
G0:0030183
G0:0030183
G0:0030183
G0:0030183
G0:0030183
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apicolateral plasma membrane
apicolateral plasma membrane
artery smooth muscle contraction
artery smooth muscle contraction
artery smooth muscle contraction
Ascorbate and aldarate metabolism
Ascorbate and aldarate metabolism
Ascorbate and aldarate metabolism
Ascorbate and aldarate metabolism
Ascorbate and aldarate metabolism
Ascorbate and aldarate metabolism
Ascorbate and aldarate metabolism
Ascorbate and aldarate metabolism
Ascorbate and aldarate metabolism
Ascorbate and aldarate metabolism
ATP-dependent protein binding
ATP-dependent protein binding
ATP-dependent protein binding
ATP-dependent protein binding
ATP-dependent protein binding
autophagy

autophagy

autophagy

autophagy

autophagy

autophagy

autophagy

autophagy

autophagy

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

axonogenesis

B cell differentiation

B cell differentiation

B cell differentiation

B cell differentiation

B cell differentiation

B cell differentiation

B cell differentiation

B cell differentiation



84600
295953
58919
83502
94201
399489
84489
170851
81686
81687
24703
24708
114111
56611
24255
79425
309156
300754
297357
24379
83572
29259
57027
290834
26955
300186
25393
29473
84008
307505
297357
298019
29184
25073
25406
29364
24936
117048
29163
50938
83466
292027
245918
84588
116741
116742
25356
314981
60379
293566
114122
58982
64032
83476
65048
191571

Ragl

Rag2

Cendl

Cdh1

Cdk4

E2f1

Fgfr3

Map2k1,Mek1

Mmp2

Mmp9

Rafl

Rb1

Vegfc

ANX2,Anxa2
Cftr,RGD1561193
Clenk1,Clenka,MGC93313
Bbs1

Bbs4

Catna2,Ctnna2
Gad1,Gad67
LIS1,Pafah1bl
A.11,L-selectin,LECAM-1,Se
Adam17,TACE
Adam9,MDC9

Afé,Mllt4

Alil,Amigo2

ALPBRE,Bcan

Aoc3,5SA0
Caspr,Cntnapl
Catnal,Ctnnal,MGC93767
Catna2,Ctnna2
Catnall,Ctnnall
Cd36,Fat1,MGC108510,MG!
Cd36l1,5R-B1,Scarb1,Srb1
CD44A,Cd44, METAA,MGC1.
Cd47,Itgp,MGC93490
Cd9

Cdh17

Cdh9

Cdo,Cdon

Celsr3,Megf2

Cfdpl

Cgrll,Cgrefl

Cldn11
Cnr12,MGC93781,Pcdhad
Cnr5,Pcdhal3
Cntn2,TAG-1,TAG-564,TAG1
Coll4al

Col5a3
Cpxm2,RGD1310955
Cspg2,Vcan

Cspg3,Ncan

CTGRP,Ctgf
Cyr61,MGC93040
Fat2,Fath2

Fat3

recombination activating gene 1

recombination activating gene 2

cyclin D1

cadherin 1

cyclin-dependent kinase 4

E2F transcription factor 1

fibroblast growth factor receptor 3

mitogen activated protein kinase kinase 1

matrix metallopeptidase 2

matrix metallopeptidase 9

v-raf-leukemia viral oncogene 1

retinoblastoma 1

vascular endothelial growth factor C

annexin A2

cystic fibrosis transmembrane conductance regulator homolog (human)
chloride channel Ka

Bardet-Bied| syndrome 1

Bardet-Bied| syndrome 4

catenin (cadherin associated protein), alpha 2
glutamate decarboxylase 1

platelet-activating factor acetylhydrolase, isoform 1b, subunit 1
selectin L

ADAM metallopeptidase domain 17

ADAM metallopeptidase domain 9 (meltrin gamma)

myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 4

adhesion molecule with Ig like domain 2
brevican

amine oxidase, copper containing 3 (vascular adhesion protein 1)
contactin associated protein 1

catenin (cadherin associated protein), alpha 1
catenin (cadherin associated protein), alpha 2
catenin (cadherin associated protein), alpha-like 1
CD36 molecule (thrombospondin receptor)
scavenger receptor class B, member 1

Cd44 molecule

Cd47 molecule

CD9 molecule

cadherin 17

cadherin 9

Cdon homolog (mouse)

cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo homolog, Drosophila)
craniofacial development protein 1

cell growth regulator with EF hand domain 1
claudin 11

protocadherin alpha 4

protocadherin alpha 13

contactin 2 (axonal)

collagen, type X1V, alpha 1

collagen, type V, alpha 3

carboxypeptidase X (M14 family), member 2
versican

neurocan

connective tissue growth factor

cysteine-rich, angiogenic inducer, 61

FAT tumor suppressor homolog 2 (Drosophila)
FAT tumor suppressor homolog 3 (Drosophila)

enriched genes FLX07

G0:0030183
G0:0030183
05219

05219

05219

05219

05219

05219

05219

05219

05219

05219

05219

G0:0007589
G0:0007589
G0:0007589
G0:0048854
G0:0048854
G0:0048854
G0:0048854
G0:0048854
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
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B cell differentiation
B cell differentiation
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
Bladder cancer
body fluid secretion
body fluid secretion
body fluid secretion
brain morphogenesis
brain morphogenesis
brain morphogenesis
brain morphogenesis
brain morphogenesis
cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion



301737
296179
25259
113955
25216
289560
303926
65038
311144
192362
311862
363795
293186
298982
29365
116690
302248
497815
116595
116508
116597
292918
306091
393085
393086
393087
393088
393089
393090
360820
24771
24718
364786
292406
305679
293897
311862
24718
57027
24356
170851
25033
24950
81686
25483
54305
286970
114628
155192
266770
292697
25404
25073
286898
65033
114628

Fer,Fert2,Flk,Flk_retired
Fermt1,RGD1306816
Gp5,PLGPV

Gpnmb
HSPG1,SYNDECA,Sdc1,Synd
1gfbp7
1gsf11,MGC94879
Inppl1,Ship2

ltgad

Lamc2

Lamc3

Lmin

Lyvel,Xlkd1l
MGC93683,Maea
Mpdz

NF,Nfasc

NID-2,Nid2

Nrcam

Nrxn2

Nrxn3

Opcml

Otog

Pcdh9
Pcdhal,rCNRvO1
Pcdha2,rCNRv02
Pcdha5,rCNRv05
Pcdha6,rCNRv06
Pcdha7,rCNRvO7
Pcdha9,rCNRv09

Pxn
RATRYUDOCA,RYUDOCA,Sd
Reelen,Reln,Rl,reeler
RGD1564327
TSP-2,Thbs2

Vel

Dkk1

Lamc3
Reelen,Reln,Rl,reeler
Adam17,TACE

Ets-11,Ets1,Etsoncb,MGC12 v-ets erythroblastosis virus E26 oncogene homolog 1 (avian)

Map2k1,Mek1
Gpcrrna,Sstrl
MGC156498,S5AR 1,Srd5al
Mmp2

Msx2

Smstr2,Sstr2

Abca5

Abcg5

Abcg8

Acat-2,Soat2
Apoc2,RGD1560725
Cav,Cavl,MGC187299
Cd3611,SR-B1,Scarb1,5rb1
Npc2,rel

Stx12

Abcg5

fer (fms/fps related) protein kinase, testis specific 2
fermitin family homolog 1 (Drosophila)
glycoprotein V (platelet)

glycoprotein (transmembrane) nmb

syndecan 1

insulin-like growth factor binding protein 7
immunoglobulin superfamily, member 11
inositol polyphosphate phosphatase-like 1
integrin, alpha 4

laminin, gamma 2

laminin gamma 3

leishmanolysin-like (metallopeptidase M8 family)
lymphatic vessel endothelial hyaluronan receptor 1
macrophage erythroblast attacher

multiple PDZ domain protein

neurofascin

nidogen 2

neuronal cell adhesion molecule

neurexin 2

neurexin 3

opioid binding protein/cell adhesion molecule-like
otogelin

protocadherin 9

protocadherin alpha 1

protocadherin alpha 2

protocadherin alpha 5

protocadherin alpha 6

protocadherin alpha 7

protocadherin alpha 9

paxillin

syndecan 4

reelin

similar to integrin alpha 8

thrombospondin 2

vinculin

dickkopf homolog 1 (Xenopus laevis)

laminin gamma 3

reelin

ADAM metallopeptidase domain 17

mitogen activated protein kinase kinase 1
somatostatin receptor 1

enriched genes FLX07

G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0007155
G0:0000904
G0:0000904
G0:0000904
G0:0048870
G0:0048870
G0:0048870
G0:0071392

steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha-steroid delta 4-dehydrogenase alpha 1) G0:0071392

matrix metallopeptidase 2
msh homeobox 2
somatostatin receptor 2

ATP-binding cassette, subfamily A (ABC1), member 5
ATP-binding cassette, subfamily G (WHITE), member 5
ATP-binding cassette, subfamily G (WHITE), member 8

sterol O-acyltransferase 2
apolipoprotein C-1l

caveolin 1, caveolae protein
scavenger receptor class B, member 1
Niemann-Pick disease, type C2
syntaxin 12

ATP-binding cassette, subfamily G (WHITE), member 5

G0:0071392
G0:0071392
G0:0071392
G0:0033344
G0:0033344
G0:0033344
G0:0033344
G0:0033344
G0:0033344
G0:0033344
G0:0033344
G0:0033344
G0:0030301
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cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell adhesion

cell morphogenesis involved in differentiation
cell morphogenesis involved in differentiation
cell morphogenesis involved in differentiation
cell motility

cell motility

cell motility

cellular response to estradiol stimulus
cellular response to estradiol stimulus
cellular response to estradiol stimulus
cellular response to estradiol stimulus
cellular response to estradiol stimulus
cholesterol efflux

cholesterol efflux

cholesterol efflux

cholesterol efflux

cholesterol efflux

cholesterol efflux

cholesterol efflux

cholesterol efflux

cholesterol efflux

cholesterol transport



155192
25404
29184
25073
24255
360834
286898
297554
498392
24482
29657
79431
303024
316351
252917
63840
24224
25402
58919
25309
314322
170851
50658
170911
29591
297173
366508
24703
29622
312451
679869
293056
361399
117045
316101
361554

Abcg8
Cav,Cav1,MGC187299

ATP-binding cassette, subfamily G (WHITE), member 8
caveolin 1, caveolae protein

Cd36,Fat1,MGC108510,MG! CD36 molecule (thrombospondin receptor)

Cd3611,5R-B1,Scarb1,5rb1

Cftr,RGD1561193
MGC116271,Vps4b
Npc2,rel

scavenger receptor class B, member 1

cystic fibrosis transmembrane conductance regulator homolog (human)
vacuolar protein sorting 4 homolog B (S. cerevisiae)

Niemann-Pick disease, type C2

Csgalnact2,Galnact2,RGD15 chondroitin sulfate N-acetylgalactosaminyltransferase 2

Cytl1,RGD1561846
1gf1
Arntl

Bhlhb2,Bhlhe40,Dec1,SHAR

Fbxw11

Npas2
Nr1d1,REV-ERBAALPHA
Per2,rPER2

Bcl-2,Bcl2
Casp3,Lice,MGC93645
Cendl
CYCSA,Cycs,MGC93634
Fos,c-fos
Map2k1,Mek1
Mapk9,SAPK
MGC116320,Pik3ca
MGC93659,Tgfbrl
MGC94489,RSA-14-44
Pik3cd

Rafl

Ralgds,Rgds

Tcf32

Tcf712

Cpeb1l

Edc4,LRRG00115,MGC1247

Eif4e,MGC93265
Limd1
Lsm14a,RGD1305695

100125373 MGC93828,Pnrc2

308971
29489
316101
361554
79011
57025
298646
306332
363254
25204
116638
303112
25404
366311
83800
116561
60628
25715
24318

Tnrc6,Tnrcba
Dnch1,Dnchcl,Dynclhl
Limd1
Lsm14a,RGD1305695
1G5,Camkv
Adam15,MDC15,tMDCVI
Agtrap,MGC95145
Ap1m1,MGC125095

Atg9a,MGC105908,RGD131!

BDP,PC1,PC3,Pcskl
BNPI,SIc17a7,vglutl

cytokine like 1

insulin-like growth factor 1

aryl hydrocarbon receptor nuclear translocator-like
basic helix-loop-helix family, member e40

F-box and WD repeat domain containing 11

neuronal PAS domain protein 2

nuclear receptor subfamily 1, group D, member 1
period homolog 2 (Drosophila)

B-cell CLL/lymphoma 2

caspase 3

cyclin D1

cytochrome c, somatic

FBJ osteosarcoma oncogene

mitogen activated protein kinase kinase 1
mitogen-activated protein kinase 9
phosphoinositide-3-kinase, catalytic, alpha polypeptide
transforming growth factor, beta receptor 1

RSA-14-44 protein

phosphoinositide-3-kinase, catalytic, delta polypeptide
v-raf-leukemia viral oncogene 1

ral guanine nucleotide dissociation stimulator
transcription factor 3

transcription factor 7-like 2 (T-cell specific, HMG-box)
cytoplasmic polyadenylation element binding protein 1
enhancer of mRNA decapping 4

eukaryotic translation initiation factor 4E

LIM domains containing 1

LSM14A, SCD6 homolog A (S. cerevisiae)

proline-rich nuclear receptor coactivator 2
trinucleotide repeat containing 6a

dynein cytoplasmic 1 heavy chain 1

LIM domains containing 1

LSM14A, SCD6 homolog A (S. cerevisiae)

CaM kinase-like vesicle-associated

a disintegrin and metallopeptidase domain 15 (metargidin)
angiotensin |l receptor-associated protein
adaptor-related protein complex 1, mu 1 subunit

ATG9 autophagy related 9 homolog A (S. cerevisiae)
proprotein convertase subtilisin/kexin type 1

solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 7

C330016010rik,N4bp3,RGD: Nedd4 binding protein 3

Cav,Cavl,MGC187299

caveolin 1, caveolae protein

Clavesin-1,Clvs1,RGD15642( clavesin 1
Clta,LCA1,LCA2,LCA3,MGC1 clathrin, light chain (Lca)

Cltb
Cxcr4,MGC108696
Dmt1,Nramp2,Slc11a2
Drd2

clathrin, light chain (Lcb)

chemokine (C-X-C motif) receptor 4

solute carrier family 11 (proton-coupled divalent metal ion transporters), member 2
dopamine receptor D2

enriched genes FLX07

G0:0030301
G0:0030301
G0:0030301
G0:0030301
G0:0030301
G0:0030301
G0:0030301
G0:0050650
G0:0050650
G0:0050650
04710
04710
04710
04710
04710
04710
05210
05210
05210
05210
05210
05210
05210
05210
05210
05210
05210
05210
05210
05210
05210
G0:0000932
G0:0000932
G0:0000932
G0:0000932
G0:0000932
G0:0000932
G0:0000932
G0:0033962
G0:0033962
G0:0033962
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
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cholesterol transport

cholesterol transport

cholesterol transport

cholesterol transport

cholesterol transport

cholesterol transport

cholesterol transport

chondroitin sulfate proteoglycan biosynthetic process
chondroitin sulfate proteoglycan biosynthetic process
chondroitin sulfate proteoglycan biosynthetic process
Circadian rhythm - mammal

Circadian rhythm - mammal

Circadian rhythm - mammal

Circadian rhythm - mammal

Circadian rhythm - mammal

Circadian rhythm - mammal

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

Colorectal cancer

cytoplasmic mRNA processing body
cytoplasmic mRNA processing body
cytoplasmic mRNA processing body
cytoplasmic mRNA processing body
cytoplasmic mRNA processing body
cytoplasmic mRNA processing body
cytoplasmic mRNA processing body
cytoplasmic mRNA processing body assembly
cytoplasmic mRNA processing body assembly
cytoplasmic mRNA processing body assembly
cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle

cytoplasmic vesicle



64124
360605
360903
24417
312781
362849
362245
295217
312694
65165
64862
299799
364878
25549
301026
299757
25716
287709
29448
24805
266767
366568
64630
116470
117556
25624
66030
64440
361227
29461
79011
298646
303112
24255
83800
116561
64124
29219
295217
65165
299799
364878
25549
64630
25624
313067
24189
56611
29154
140734
54319
306183
316639
301737
25216
25615

Eltd1,Etl EGF, latrophilin and seven transmembrane domain containing 1
Epn3 epsin 3

Fgfr5,Fgfril fibroblast growth factor receptor-like 1

Grm4 glutamate receptor, metabotropic 4

Lrp6 low density lipoprotein receptor-related protein 6

MARCH-II,March2,RGD130€ membrane-associated ring finger (C3HC4) 2
MGC105263,Map1llc3a microtubule-associated protein 1 light chain 3 alpha
MGC112927,Snapap,Snapin SNAP-associated protein
MGC114570,Necap1,RGD12 NECAP endocytosis associated 1
MGC72390,Rnp24,Tmed2 transmembrane emp24 domain trafficking protein 2
MGC93422,Map1llc3,Map1ll microtubule-associated protein 1 light chain 3 beta

MGC94502,Rab21 RAB21, member RAS oncogene family

MGC94648,March3 membrane-associated ring finger (C3HC4) 3
MNAT,SIc18a2,VMAT2 solute carrier family 18 (vesicular monoamine), member 2

Ngp neutrophilic granule protein

Nts neurotensin

P65,Sytl synaptotagmin |

Rab5c RAB5C, member RAS oncogene family

Rab7,Rab7a RAB7A, member RAS oncogene family

RATSYNII,SYNII,Syt2 synaptotagmin Il

Slc17a8,vglut3 solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 8
Slc30a3,ZnT3 solute carrier family 30 (zinc transporter), member 3

Snap23 synaptosomal-associated protein 23

Stxla syntaxin 1A (brain)

Sv2b synaptic vesicle glycoprotein 2b

Syb1,Vampl vesicle-associated membrane protein 1

Synpr synaptoporin

Syt4 synaptotagmin IV

Tbcld7 TBC1 domain family, member 7

Vgf VGF nerve growth factor inducible

1G5,Camkv CaM kinase-like vesicle-associated

Agtrap,MGC95145 angiotensin |l receptor-associated protein
C330016010rik,N4bp3,RGD: Nedd4 binding protein 3

Cftr,RGD1561193 cystic fibrosis transmembrane conductance regulator homolog (human)
Clta,LCA1,LCA2,LCA3,MGC1 clathrin, light chain (Lca)

Cltb clathrin, light chain (Lcb)

Eltd1,Etl EGF, latrophilin and seven transmembrane domain containing 1
MGC105443,Snca synuclein, alpha (non A4 component of amyloid precursor)

MGC112927,Snapap,Snapin SNAP-associated protein
MGC72390,Rnp24,Tmed2  transmembrane emp24 domain trafficking protein 2

MGC94502,Rab21 RAB21, member RAS oncogene family

MGC94648,March3 membrane-associated ring finger (C3HC4) 3
MNAT,SIc18a2,VMAT2 solute carrier family 18 (vesicular monoamine), member 2
Snap23 synaptosomal-associated protein 23

Syb1,Vampl vesicle-associated membrane protein 1

Tmem67,Wpk transmembrane protein 67

Aldo1,Aldoa,RNALDOGS aldolase A, fructose-bisphosphate

ANX2,Anxa2 annexin A2

Capn2 calpain 2

DIc2,Dynll2,MGC72334 dynein light chain LC8-type 2

Ezr,MGC94076,Vil2 ezrin

Farpl FERM, RhoGEF (Arhgef) and pleckstrin domain protein 1 (chondrocyte-derived)
Farp2 FERM, RhoGEF and pleckstrin domain protein 2

Fer,Fert2,FIk,Flk_retired fer (fms/fps related) protein kinase, testis specific 2
HSPG1,SYNDECA,Sdc1,Synd syndecan 1
HSPG2,Sdc2 syndecan 2

enriched genes FLX07

G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0031410
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0030659
G0:0008092
G0:0008092
G0:0008092
G0:0008092
G0:0008092
G0:0008092
G0:0008092
G0:0008092
G0:0008092
G0:0008092
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cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoplasmic vesicle membrane
cytoskeletal protein binding
cytoskeletal protein binding
cytoskeletal protein binding
cytoskeletal protein binding
cytoskeletal protein binding
cytoskeletal protein binding
cytoskeletal protein binding
cytoskeletal protein binding
cytoskeletal protein binding
cytoskeletal protein binding



315655
293937
24771
25560
24224
84480
140923
24699
24498
83825
297357
25715
25615
363243
293056
24356
81504
170851
25496
306011
85384
307348
29184
25406
29364
60379
29393
25259
25216
25615
311144
257645
192362
311862
24771
24718
364786
117556
292406
50563
24392
54254
79237
497991
312936
315497
50662
58838
497991
306571
304947
313507
29263
29393
296500
497987

MGC95168,Rdx

Pkd2l1
RATRYUDOCA,RYUDOCA,Sd
Abcc9,Sur2

Bcl-2,Bcl2
Bnip3,MGC93043
Bnip3I,Nix
CDA45,L-CA,Lca,Ptprc,RT7,T2
1Lg6,Ifnb2,I16
Ania4,Cpgl6,Dcamki1,Dclk1
Catna2,Ctnna2
Dmt1,Nramp2,Slc11a2
HSPG2,Sdc2

KIf7

Cpebl

Ets-11,Ets1,Etsoncb,MGC12 v-ets erythroblastosis virus E26 oncogene homolog 1 (avian)

Grb2,MGC108668
Map2k1,Mek1
NOTCH,Notch1,TAN1
Piwil2

Sos11,S0s2

Spirel

Cd36,Fat1,MGC108510,MG!
CD44A,Cd44,METAAMGC1;

Cd47,1tgp,MGC93490
Col5a3
COLIAL,Collal
Gp5,PLGPV
HSPG1,SYNDECA,Sdc1,Synd
HSPG2,5dc2

ltgad
Itgh5,RGD1563276
Lamc2

Lamc3
RATRYUDOCA,RYUDOCA,Sd
Reelen,Reln,Rl,reeler
RGD1564327

Sv2b

TSP-2,Thbs2
Cx40,Gja5
Cx43,Gjal,MG(C93610
Gatad

Hex,Hhex
Med1,RGD1559552
Sox17

Tbx20
Aml1,Cbfa2,Runx1
Lnk,Sh2b3
Med1,RGD1559552

radixin
polycystic kidney disease 2-like 1
syndecan 4

ATP-binding cassette, subfamily C (CFTR/MRP), member 9

B-cell CLL/lymphoma 2

BCL2/adenovirus E1B interacting protein 3
BCL2/adenovirus E1B interacting protein 3-like
protein tyrosine phosphatase, receptor type, C
interleukin 6

doublecortin-like kinase 1

catenin (cadherin associated protein), alpha 2

solute carrier family 11 (proton-coupled divalent metal ion transporters), member 2

syndecan 2
Kruppel-like factor 7 (ubiquitous)
cytoplasmic polyadenylation element binding protein 1

growth factor receptor bound protein 2
mitogen activated protein kinase kinase 1
Notch homolog 1, translocation-associated (Drosophila)
piwi-like 2 (Drosophila)

son of sevenless homolog 2 (Drosophila)
spire homolog 1 (Drosophila)

CD36 molecule (thrombospondin receptor)
Cd44 molecule

Cd47 molecule

collagen, type V, alpha 3

collagen, type |, alpha 1

glycoprotein V (platelet)

syndecan 1

syndecan 2

integrin, alpha 4

integrin, beta 5

laminin, gamma 2

laminin gamma 3

syndecan 4

reelin

similar to integrin alpha 8

synaptic vesicle glycoprotein 2b
thrombospondin 2

gap junction protein, alpha 5

gap junction protein, alpha 1

GATA binding protein 4
hematopoietically expressed homeobox
mediator complex subunit 1

SRY (sex determining region Y)-box 17
T-box 20

runt-related transcription factor 1

SH2B adaptor protein 3

mediator complex subunit 1

Moz, Myst3,Runxbp2,Znf22( MYST histone acetyltransferase (monocytic leukemia) 3

Pbx1

Tall
Acvr2,Acvr2a,rActR-1l
COLIAL,Collal
DIx1,MGC189409
Hoxb5,RGD1562292

pre-B-cell leukemia homeobox 1
T-cell acute lymphocytic leukemia 1
activin A receptor, type 1A
collagen, type |, alpha 1

distal-less homeobox 1

homeo box B5

enriched genes FLX07

G0:0008092
G0:0008092
G0:0008092
G0:0051607
G0:0051607
G0:0051607
G0:0051607
G0:0051607
G0:0051607
G0:0048813
G0:0048813
G0:0048813
G0:0048813
G0:0048813
04320
04320
04320
04320
04320
04320
04320
04320
04512
04512
04512
04512
04512
04512
04512
04512
04512
04512
04512
04512
04512
04512
04512
04512
04512
G0:0035050
G0:0035050
G0:0035050
G0:0035050
G0:0035050
G0:0035050
G0:0035050
G0:0035162
G0:0035162
G0:0035162
G0:0035162
G0:0035162
G0:0035162
G0:0048706
G0:0048706
G0:0048706
G0:0048706
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cytoskeletal protein binding
cytoskeletal protein binding
cytoskeletal protein binding
defense response to virus

defense response to virus

defense response to virus

defense response to virus

defense response to virus

defense response to virus

dendrite morphogenesis

dendrite morphogenesis

dendrite morphogenesis

dendrite morphogenesis

dendrite morphogenesis
Dorso-ventral axis formation
Dorso-ventral axis formation
Dorso-ventral axis formation
Dorso-ventral axis formation
Dorso-ventral axis formation
Dorso-ventral axis formation
Dorso-ventral axis formation
Dorso-ventral axis formation
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
ECM-receptor interaction
embryonic heart tube development
embryonic heart tube development
embryonic heart tube development
embryonic heart tube development
embryonic heart tube development
embryonic heart tube development
embryonic heart tube development
embryonic hemopoiesis

embryonic hemopoiesis

embryonic hemopoiesis

embryonic hemopoiesis

embryonic hemopoiesis

embryonic hemopoiesis

embryonic skeletal system development
embryonic skeletal system development
embryonic skeletal system development
embryonic skeletal system development



287647
315341
25495
304947
24790
65218
362300
140670
305367
362162
25404
117029
365024
689364
297995
287873
83800
116561
60628
314764
293692
60443
360605
25439
84489
54251
304546
294254
25718
25704
404781
311848
360834
64516
29591
297173
362279
365865
25097
84006
287709
29448
54190
303337
690516
303614
499508
362814
24973
309627
311245
296121
313477
307505
297357
58919

Hoxb9

Hoxc5

Nog

Pbx1

Spl

Agap2,Centgl,Pike
Agap3,Centg3

Ap2bl

Arap2,Centdl
Arfgap2,MGC124884,Zfp28¢
Cav,Cavl,MGC187299
Ccr5,Ckr5,Cmkbr5
Chmp1a,Pcoln3

Chmp1lb
Chmp5,RGD1305968
Chmp6,RGD1565325
Clta,LCA1,LCA2,LCA3,MGC1
Cltb

Cxcr4,MGC108696

Eeal

Ehd1,RGD1306960

Epn2

Epn3
F2r,MGC93622,Parl, TRGPC
Fgfr3

FIt1,VEGFR-1
Git2,MGC94099
Hspalb2,Hspa22,Hsp70-2,H
IGFIRC,Igf1r,JTK13
IL2RAC,I12ra

Igsec3,sag
MGC105723,Sh3glb2
MGC116271,Vpsdb
MGC93104,Vps45,Vspa5a
MGC93659,Tgfbrl
MGC94489,RSA-14-44
Pardéb
Pip5k1a2,Pip5k1b2
PId2,Pldc

Prkci2,Pkcl

Rab5c

Rab7,Rab7a

Rabepl
RGD1305063,Rab11fip4
RGD1309707,Smurfl
RGD1310067,Smurf2
RGD1564784,Zfyvel6
Rnf41
RT1-A1,RT1.A1(N),RT1A-1
RT1-A3,RT1-A3,RT1.A3
Trafé

Usp8

Zfyve9
Catnal,Ctnnal,MGC93767
Catna2,Ctnna2

Cendl

homeo box B9

homeo box C5

noggin

pre-B-cell leukemia homeobox 1
Sp1 transcription factor

ArfGAP with GTPase domain, ankyrin repeat and PH domain 2
ArfGAP with GTPase domain, ankyrin repeat and PH domain 3

adaptor-related protein complex 2, beta 1 subunit

ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 2

ADP-ribosylation factor GTPase activating protein 2
caveolin 1, caveolae protein

chemokine (C-C motif) receptor 5

chromatin modifying protein 1A

chromatin modifying protein 1B

chromatin modifying protein 5

chromatin modifying protein 6

clathrin, light chain (Lca)

clathrin, light chain (Lcb)

chemokine (C-X-C motif) receptor 4

early endosome antigen 1

EH-domain containing 1

epsin 2

epsin 3

coagulation factor Il (thrombin) receptor

fibroblast growth factor receptor 3

fms-related tyrosine kinase 1

G protein-coupled receptor kinase interacting ArfGAP 2
heat shock 70kD protein 1B (mapped)

insulin-like growth factor 1 receptor

interleukin 2 receptor, alpha

1Q motif and Sec7 domain 3

SH3-domain GRB2-like endophilin B2

vacuolar protein sorting 4 homolog B (S. cerevisiae)
vacuolar protein sorting 45 homolog (S. cerevisiae)
transforming growth factor, beta receptor 1
RSA-14-44 protein

par-6 (partitioning defective 6) homolog beta (C. elegans)
phosphatidylinositol-4-phosphate 5-kinase, type 1, alpha
phospholipase D2

protein kinase C, iota

RABS5C, member RAS oncogene family

RAB7A, member RAS oncogene family

rabaptin, RAB GTPase binding effector protein 1
RAB11 family interacting protein 4 (class 1)

similar to RIKEN cDNA 4930431E10

SMAD specific E3 ubiquitin protein ligase 2

zinc finger, FYVE domain containing 16

ring finger protein 41

RT1 class la, locus A1

RT1class I, locus A3

Tnf receptor-associated factor 6

ubiquitin specific peptidase 8

zinc finger, FYVE domain containing 9

catenin (cadherin associated protein), alpha 1
catenin (cadherin associated protein), alpha 2
cyclin D1

enriched genes FLX07

G0:0048706
G0:0048706
G0:0048706
G0:0048706
G0:0048706
04144
04144
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04144
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04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
04144
05213
05213
05213

Pagina 9

embryonic skeletal system development
embryonic skeletal system development
embryonic skeletal system development
embryonic skeletal system development
embryonic skeletal system development
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endocytosis
Endometrial cancer
Endometrial cancer
Endometrial cancer



83502
81504
170851
170911
50557
366508
24703
85384
312451
679869
24298
25675
266770
25288
114024
305166
298646
313231
311562
80897
24224
246272
192260
310773
25428
295457
314638
24392
64001
308445
290623
25427
25113
252900
296624
117549
309449
373544
311617
246245
56718
29573
64154
79112
362862
60671
29632
170818
287633
81681
362849
25672
315286
366792
289196
64134

Cdh1 cadherin 1

Grb2,MGC108668 growth factor receptor bound protein 2

Map2k1,Mek1 mitogen activated protein kinase kinase 1
MGC116320,Pik3ca phosphoinositide-3-kinase, catalytic, alpha polypeptide
MMAC1,Mmac,Pten, TEP1 phosphatase and tensin homolog

Pik3cd phosphoinositide-3-kinase, catalytic, delta polypeptide
Rafl v-raf-leukemia viral oncogene 1

So0s11,S0s2 son of sevenless homolog 2 (Drosophila)

Tcf32 transcription factor 3

Tcf712 transcription factor 7-like 2 (T-cell specific, HMG-box)
21-OH,Cyp21,Cyp2lal cytochrome P450, family 21, subfamily a, polypeptide 1
3H3M,Hmgcer 3-hydroxy-3-methylglutaryl-Coenzyme A reductase

Acat-2,Soat2 sterol O-acyltransferase 2

ACS,Acas,Acsl1,COAA,Facl2 acyl-CoA synthetase long-chain family member 1

Acs3,Acsl3,Facl3 acyl-CoA synthetase long-chain family member 3

Agpat9,MGC114395 1-acylglycerol-3-phosphate O-acyltransferase 9

Agtrap,MGC95145 angiotensin |l receptor-associated protein

Alg2 asparagine-linked glycosylation 2, alpha-1,3-mannosyltransferase homolog (S. cerevisiae)
Apba2bp,Necab3 N-terminal EF-hand calcium binding protein 3

Appils,Arts1,Erap1,MGC112 endoplasmic reticulum aminopeptidase 1

Bcl-2,Bcl2 B-cell CLL/lymphoma 2
Cantl,srapy calcium activated nucleotidase 1
Cdipt,Pis,Pis1 CDP-diacylglycerol--inositol 3-phosphatidyltransferase (phosphatidylinositol synthase)

Cept1,MGC95031 choline/ethanolamine phosphotransferase 1
CHAP,CYP7,CYP7S1,Cyp7al cytochrome P450, family 7, subfamily a, polypeptide 1
Cisd2,RGD1566242 CDGSH iron sulfur domain 2

Creb3I3,MGC109013 cAMP responsive element binding protein 3-like 3
Cx43,Gjal,MGC93610 gap junction protein, alpha 1

Cyb5,Cyb5a,MGC108694  cytochrome b5 type A (microsomal)

Cyp2sl cytochrome P450, family 2, subfamily s, polypeptide 1
Cyp4f18,Cyp4af3,MGC12483 cytochrome P450, family 4, subfamily f, polypeptide 18
Cyp51,Cyp51a1,MGCI3630, cytochrome P450, family 51

Ddn,Den dendrin
Dgat2,MGC108863 diacylglycerol O-acyltransferase homolog 2 (mouse)
Dolppl dolichyl pyrophosphate phosphatase 1

Ednrbl,Gpr37,MGC105347 G protein-coupled receptor 37

ElovI3 elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 3
Ermp1,Fxna endoplasmic reticulum metallopeptidase 1

Fit21,Fitm2,RGD1307696 fat storage-inducing transmembrane protein 2

Fmo2 flavin containing monooxygenase 2

Frapl,Mtor,RAFT1 mechanistic target of rapamycin (serine/threonine kinase)

G6ptl,Slc37a4 solute carrier family 37 (glucose-6-phosphate transporter), member 4

Gosr2 golgi SNAP receptor complex member 2

GPI-MT-I,Pigm phosphatidylinositol glycan anchor biosynthesis, class M

Grp94,Hsp90b1,Tral heat shock protein 90kDa beta (Grp94), member 1

Gulo gulonolactone (L-) oxidase

Hsd3b11,Hsd3b6,MGC1092 hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 6
lemt,MGC95322,fcmt isoprenylcysteine carboxyl methyltransferase
Lrrc59,MGC105677 leucine rich repeat containing 59

Lss lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase)
MARCH-II,March2,RGD130€ membrane-associated ring finger (C3HC4) 2
MCR,MIr,Nr3c2 nuclear receptor subfamily 3, group C, member 2
MGC105614,RGD1311532,T transmembrane protein 106C

MGC109041,Mett|7b,RGD1: methyltransferase like 7B

MGC109554,Tmcol transmembrane and coiled-coil domains 1
MGC124608,Xylt2,xylt-11 xylosyltransferase 11

enriched genes FLX07

05213

05213

05213

05213

05213

05213

05213

05213

05213

05213
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Endometrial cancer

Endometrial cancer

Endometrial cancer

Endometrial cancer

Endometrial cancer

Endometrial cancer

Endometrial cancer

Endometrial cancer

Endometrial cancer

Endometrial cancer

endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane



24950
304881
299799
314648
116644
315435
303277
502782
89812
113975
58842
29602
80881
29434
309153
362757
362521
310633
305291
362732
140945
83792
246074
65166
117513
286900
361319
29230
361233
361618
313067
362751
304766
24861
396527
301595
396551
574523
396552
24862
58857
297096
64088
296199
296121
24224
24674
58919
171102
94201
399489
117045
56718
314480
305922
24708

enriched genes FLX07

MGC156498,S5AR 1,Srd5al steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha-steroid delta 4-dehydrogenase alpha 1) G0:0005789

MGC72610,Torlaip2
MGC94502,Rab21
NcIn,RGD1309355
Nsp,Rtnl

Panx1,px1

Pigs

Pigy,Prey

Pip4k2b,Pip5k2b

Pom121

Preb

Ptgfrn

RAMP4,Serpl
Rasgrp,Rasgrpl

Rcel

Rdh11
RGD1305703,Tmem38b
RGD1308273,UbqgIn4
RGD1308828,S5AR 3,Srd5a3
RGD1312038,Tmem195
Rtn3

Scd,Scd2

Scd1

Secl1a,Sec1111,Spc18
Sec22a,Sec2212

Sels,sg2

Spink5

Sqle

Ssrl

Stim1

Tmem67,Wpk
Tmx1,Txndcl

Ubxd2,Ubxn4

UDPGT 1-1,Udpgt1,Ugt11,U
Udpgt4,Ugt16,UDPGT 1-2,U
Ugt14,Ugt1a82,UDPGT 1-8,1
Ugt17,UDPGT 1-3,Ugt1a3,U;
Ugt18,Ugt1a62,UDPGT 1-5,1
Ugtla92,Ugt1al0,Ugtlall
Ugt2b,Ugt2b2

Vapa

MGC109202,Snx10

Snx16

Snx5

Usp8

Bcl-2,Bcl2

Calnal,Ppp3ca

Cendl

Cdc25a

Cdk4

E2f1

Eif4e,MGC93265
Frap1,Mtor,RAFT1
G2a,Gprl32

Lats2

Rb1

torsin A interacting protein 2

RAB21, member RAS oncogene family

nicalin homolog (zebrafish)

reticulon 1

Pannexin 1

phosphatidylinositol glycan anchor biosynthesis, class S
phosphatidylinositol glycan anchor biosynthesis, class Y
phosphatidylinositol-5-phosphate 4-kinase, type Il, beta
nuclear pore membrane protein 121

prolactin regulatory element binding

prostaglandin F2 receptor negative regulator
stress-associated endoplasmic reticulum protein 1

RAS guanyl releasing protein 1 (calcium and DAG-regulated)
RCE1 homolog, prenyl protein peptidase (S. cerevisiae)
retinol dehydrogenase 11 (all-trans/9-cis/11-cis)
transmembrane protein 38B

ubiquilin 4

steroid 5 alpha-reductase 3

transmembrane protein 195

reticulon 3

stearoyl-CoA desaturase (delta-9-desaturase)
stearoyl-Coenzyme A desaturase 1

SEC11 homolog A (S. cerevisiae)

SEC22 vesicle trafficking protein homolog A (S. cerevisiae)
selenoprotein S

serine peptidase inhibitor, Kazal type 5

squalene epoxidase

signal sequence receptor, alpha

stromal interaction molecule 1

transmembrane protein 67

thioredoxin-related transmembrane protein 1

UBX domain protein 4

UDP glucuronosyltransferase 1 family, polypeptide Al
UDP glucuronosyltransferase 1 family, polypeptide A2
UDP glycosyltransferase 1 family, polypeptide A8

UDP glycosyltransferase 1 family, polypeptide A3

UDP glucuronosyltransferase 1 family, polypeptide A5
UDP glucuronosyltransferase 1 family, polypeptide A9
UDP glycosyltransferase 2 family, polypeptide B

VAMP (vesicle-associated membrane protein)-associated protein A

sorting nexin 10

sorting nexin 16

sorting nexin 5

ubiquitin specific peptidase 8

B-cell CLL/lymphoma 2

protein phosphatase 3, catalytic subunit, alpha isoform
cyclin D1

cell division cycle 25 homolog A (S. pombe)
cyclin-dependent kinase 4

E2F transcription factor 1

eukaryotic translation initiation factor 4E

mechanistic target of rapamycin (serine/threonine kinase)
G protein-coupled receptor 132

large tumor suppressor 2

retinoblastoma 1
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G0:0005789
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G0:0031313
G0:0031313
G0:0031313
G0:0000082
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endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
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endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
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endoplasmic reticulum membrane
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endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
endoplasmic reticulum membrane
extrinsic to endosome membrane

extrinsic to endosome membrane

extrinsic to endosome membrane

extrinsic to endosome membrane

G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle
G1/S transition of mitotic cell cycle



294790
50563
24392
394266
315435
362979
81636
24211
24212
24213
25390
24214
25706
24255
54319
29719
65272
170899
288057
24785
25023
24654
54305
58919
94201
399489
56718
81504
24482
25718
170851
170911
50557
24629
366508
25023
25738
24703
24708
85384
25576
297867
24413
362809
286970
81754
313339
298646
116633
246150
116654
306332
81002
140940
79120
362162

RGD1562456,Skp2 S-phase kinase-associated protein 2 (p45)
Cx40,Gja5 gap junction protein, alpha 5
Cx43,Gjal,MGC93610 gap junction protein, alpha 1

CXN-26,Cx26,Gjb2,MGC938I gap junction protein, beta 2

Panx1,px1 Pannexin 1
Panx2 pannexin 2
Adcy2 adenylate cyclase 2 (brain)

Atplal,Nkaalb
Atpla2,RATATPA2

ATPase, Na+/K+ transporting, alpha 1 polypeptide

ATPase, Na+/K+ transporting, alpha 2 polypeptide

Atpla3,Atpala3 ATPase, Na+/K+ transporting, alpha 3 polypeptide

Atp1b3,NKAB3S ATPase, Na+/K+ transporting, beta 3 polypeptide
ATPB2,ATPB2S,Amog,Atplb ATPase, Na+/K+ transporting, beta 2 polypeptide

Cck2r,Cckbr,Cholrec cholecystokinin B receptor

Cftr,RGD1561193 cystic fibrosis transmembrane conductance regulator homolog (human)
Ezr,MGC94076,Vil2 ezrin

Kenj16,Kir5.1 potassium inwardly-rectifying channel, subfamily J, member 16

Kcnk10,TREK2 potassium channel, subfamily K, member 10
Kenk2,Trek-1,rTREK1d potassium channel, subfamily K, member 2

Mylk myosin light chain kinase

Nhe4,SIc9a4 solute carrier family 9 (sodium/hydrogen exchanger), member 4

Pkcb,Prkch,Prkcb1 protein kinase C, beta
PLC'1,PLCbetal,Phosphb,Pl phospholipase C, beta 1 (phosphoinositide-specific)
Smstr2,Sstr2 somatostatin receptor 2

Cendl cyclin D1
Cdk4 cyclin-dependent kinase 4
E2f1 E2F transcription factor 1

Frap1,Mtor,RAFT1
Grb2,MGC108668

1gf1

IGFIRC,lgf1r,JTK13
Map2k1,Mek1
MGC116320,Pik3ca
MMAC1,Mmac,Pten, TEP1

mechanistic target of rapamycin (serine/threonine kinase)
growth factor receptor bound protein 2

insulin-like growth factor 1

insulin-like growth factor 1 receptor

mitogen activated protein kinase kinase 1
phosphoinositide-3-kinase, catalytic, alpha polypeptide
phosphatase and tensin homolog

Pdgfrb platelet derived growth factor receptor, beta polypeptide
Pik3cd phosphoinositide-3-kinase, catalytic, delta polypeptide
Pkcb,Prkcb,Prkcb1 protein kinase C, beta

PPLCA,Plcgl phospholipase C, gamma 1

Rafl v-raf-leukemia viral oncogene 1

Rb1 retinoblastoma 1

Sos11,50s2 son of sevenless homolog 2 (Drosophila)

14-3-3e1,MGC93547,Ywhak tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, eta polypeptide
Aridla AT rich interactive domain 1A (SWI-like)

GR,Gcr,Grl,Nr3c1 nuclear receptor subfamily 3, group C, member 1

MGC188278,Ptges3,RGD15¢ prostaglandin E synthase 3 (cytosolic)

Abca5 ATP-binding cassette, subfamily A (ABC1), member 5

Ac2-048,Rab1,Rab1A,Rablr RAB1, member RAS oncogene family

Acer2,Asah3l alkaline ceramidase 2
Agtrap,MGC95145 angiotensin |l receptor-associated protein
Akap8,Akap95 A kinase (PRKA) anchor protein 8

Akap9,CG-NAP,Gisp,Yotiao
ALR2,Exoc4,Sec8,Sec8I1
Ap1lm1,MGC125095

A kinase (PRKA) anchor protein (yotiao) 9
exocyst complex component 4
adaptor-related protein complex 1, mu 1 subunit

Ard11,Arfd1,Trim23 tripartite motif-containing 23
Arf3 ADP-ribosylation factor 3
Arfa ADP-ribosylation factor 4

Arfgap2,MGC124884,Zfp28¢ ADP-ribosylation factor GTPase activating protein 2

enriched genes FLX07

G0:0000082
G0:0005243
G0:0005243
G0:0005243
G0:0005243
G0:0005243
04971
04971
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G1/S transition of mitotic cell cycle
gap junction channel activity
gap junction channel activity
gap junction channel activity
gap junction channel activity
gap junction channel activity
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Gastric acid secretion
Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

Glioma

glucocorticoid receptor signaling pathway
glucocorticoid receptor signaling pathway
glucocorticoid receptor signaling pathway
glucocorticoid receptor signaling pathway
Golgi apparatus

Golgi apparatus

Golgi apparatus

Golgi apparatus

Golgi apparatus

Golgi apparatus

Golgi apparatus

Golgi apparatus

Golgi apparatus

Golgi apparatus

Golgi apparatus

Golgi apparatus



65142

301511
363254
306487
24213

170699
117596
291212
366064
288752
116740
65196

362564
79431

498266
306748
25247

246272
686019
25423

25404

312863
29184

25406

192260
170808
114514
366311
170927
306128
301555
24392

308942
290234
29489

114764
299864
307545
310540
303968
619558
304885
360903
499856
308390
54251

56718

81919

299002
498166
313878
292090
366061
83627

500112
361202

enriched genes FLX07

Arl2 ADP-ribosylation factor-like 2

Arpc2 actin related protein 2/3 complex, subunit 2
Atg9a,MGC105908,RGD131 ATGY autophagy related 9 homolog A (S. cerevisiae)
Atip3b,Mtsgl,Mtusl mitochondrial tumor suppressor 1

Atpla3,Atpala3 ATPase, Na+/K+ transporting, alpha 3 polypeptide
Atp2c1,MGC93231 ATPase, Ca++ transporting, type 2C, member 1

Atp6b1b2,Atp6b2,Atp6vibz ATPase, H transporting, lysosomal V1 subunit B2
B3galnt2,RGD1306946 beta-1,3-N-acetylgalactosaminyltransferase 2

B3galtl UDP-Gal:betaGIcNAc beta 1,3-galactosyltransferase, polypeptide 1
B3gnt4 UDP-GIcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 4
B3gnt5 UDP-GIcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5
B4galt6 UDP-Gal:betaGIcNAc beta 1,4-galactosyltransferase, polypeptide 6
Bend5 BEN domain containing 5

Bhlhb2,Bhlhe40,Dec1,SHAR basic helix-loop-helix family, member e40

Blzf1 basic leucine zipper nuclear factor 1

BRAK,Cxcl14,MGC124510 chemokine (C-X-C motif) ligand 14
Bsmrb,Neep21,Nsg1,PEP1 neuron specific gene family member 1

Cantl,srapy calcium activated nucleotidase 1

Casql calsequestrin 1 (fast-twitch, skeletal muscle)
CATC,Ctsc,DPP-1,DPPI cathepsin C

Cav,Cavl,MGC187299 caveolin 1, caveolae protein

Ccdc91 coiled-coil domain containing 91

Cd36,Fat1,MGC108510,MG! CD36 molecule (thrombospondin receptor)
CD44A,Cd44,METAA,MGC1: Cd44 molecule

Cdipt,Pis,Pis1 CDP-diacylglycerol--inositol 3-phosphatidyltransferase (phosphatidylinositol synthase)
CL-2',Capn8,Cls4,nCL-2 calpain 8

Clasp2 cytoplasmic linker associated protein 2
Clavesin-1,Clvs1,RGD15642( clavesin 1

Clcc1,Mcle chloride channel CLIC-like 1

Cln5 ceroid-lipofuscinosis, neuronal 5

Cul3,MGC189292 cullin 3

Cx43,Gjal,MGC93610 gap junction protein, alpha 1

Dennd5a,Rab6ipl DENN/MADD domain containing 5A

Dhrs1,MGC94370 dehydrogenase/reductase (SDR family) member 1
Dnch1,Dnchcl,Dynclhl dynein cytoplasmic 1 heavy chain 1

Eb1,Maprel microtubule-associated protein, RP/EB family, member 1
Ebag9,MGC94627 estrogen receptor binding site associated, antigen, 9

Elp2,MGC124711,Statipl  elongation protein 2 homolog (S. cerevisiae)
Ened,Fam198b,MGC72614 family with sequence similarity 198, member B

Esrrbld,Ift57 intraflagellar transport 57 homolog (Chlamydomonas)

Fam134b family with sequence similarity 134, member B

Fam20b,RGD1311162 family with sequence similarity 20, member B

Fgfr5,Fgfril fibroblast growth factor receptor-like 1

Fibin fin bud initiation factor homolog (zebrafish)

Fkrp,MGC116338 fukutin related protein

FIt1,VEGFR-1 fms-related tyrosine kinase 1

Frapl,Mtor,RAFT1 mechanistic target of rapamycin (serine/threonine kinase)

Futl,Futa fucosyltransferase 1

G2e3,RGD1310263 G2/M-phase specific E3 ubiquitin ligase

Gal3st4,RGD1561105 galactose-3-O-sulfotransferase 4

Galnt14 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 14 (GalNAc-T14)
Galnt2 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2)
Galnt3,MGC124508 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 3 (GalNAc-T3)
Galnt5 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 5 (GalNAc-T5)
Gimap8,lanT,MGC116406 GTPase, IMAP family member 8

Gkapl G kinase anchoring protein 1
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498486
309774
64154
58844
81504
114520
29542
192154
308939
301575
362303
315731
304286
29216
171143
25478
170851
360743
29582
367252
311791
192152
679712
289196
64134
65134
65165
316241
286990
64516
60562
362087
299799
65168
300886
315655
64824
307382
114002
289095
25496
84595
361757
60325
94202
292949
116720
25097
24686
29602
84491
252916
365793
29448
117044
29434

Gnpnat1,RGD1563144
Gopc

Gosr2

Grb14
Grb2,MGC108668
Gs2na,Sg2na,strn3
HCNP,Pbp,Pebp1,Rkip
Hip1

Ipo7
1tm2c,MGC94903
KIhl7
Larp6,RGD1308414
Lmtk2

Lrp2
LTrpC-4,Mls2s,Trpm4
Man2al,Mana2,Manno
Map2k1,Mek1
Med15,Pcqap

Mgat3

Mgatda

glucosamine-phosphate N-acetyltransferase 1

golgi associated PDZ and coiled-coil motif containing

golgi SNAP receptor complex member 2

growth factor receptor bound protein 14

growth factor receptor bound protein 2

striatin, calmodulin binding protein 3

phosphatidylethanolamine binding protein 1

huntingtin interacting protein 1

importin 7

integral membrane protein 2C

kelch-like 7 (Drosophila)

La ribonucleoprotein domain family, member 6

lemur tyrosine kinase 2

low density lipoprotein-related protein 2

transient receptor potential cation channel, subfamily M, member 4
mannosidase, alpha, class 2A, member 1

mitogen activated protein kinase kinase 1

mediator complex subunit 15

mannosyl (beta-1,4-)-glycoprotein beta-1,4-N-acetylglucosaminyltransferase

mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-acetylglucosaminyltransferase, isozyme A

MGC108530,Zmynd19,mizij zinc finger, MYND-type containing 19
MGC108592,Tgn38,Tgoln1,” trans-golgi network protein

MGC109392,Myef2
MGC109554,Tmcol

MGC124608 Xylt2,xylt-I

MGC156622,5tx5,5tx5a

MGC72390,Rnp24,Tmed2

myelin expression factor 2

transmembrane and coiled-coil domains 1
xylosyltransferase Il

syntaxin 5

transmembrane emp24 domain trafficking protein 2

MGC72568,Nfkbie,Slc35b21 nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, epsilon
MGC93073,RGD708449,Tox TOX high mobility group box family member 4

MGC93104,Vps45,VspaSa

MGC93348,5tx6

MGC94349,Ubac1,Ubadcl

MGC94502,Rab21
MGC94592,Scamp2
MGC95139,Mthfs
MGC95168,Rdx
Nab1

Napg

Ndst2

Nmnat2
NOTCH,Notch1, TAN1
Nucb,Nucb1
Opalin,Tmem10
Pai2a,Serpinb2
Pcptpl,Ptprr

Perp

Pik3c2g

PId2,Pldc
PrP,Prn,Prnp

Ptgfrn

Qscn6,Qsox,Qsox1,50x-2,rSt

R,Rab38,Ruby
Rab33b
Rab7,Rab7a
Raga,Rraga
Rasgrp,Rasgrpl

vacuolar protein sorting 45 homolog (S. cerevisiae)
syntaxin 6

UBA domain containing 1

RAB21, member RAS oncogene family

secretory carrier membrane protein 2
5,10-methenyltetrahydrofolate synthetase (5-formyltetrahydrofolate cyclo-ligase)
radixin

Ngfi-A binding protein 1

N-ethylmaleimide-sensitive factor attachment protein, gamma
N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2
nicotinamide nucleotide adenylyltransferase 2

Notch homolog 1, translocation-associated (Drosophila)
nucleobindin 1

oligodendrocytic myelin paranodal and inner loop protein
serpin peptidase inhibitor, clade B (ovalbumin), member 2
protein tyrosine phosphatase, receptor type, R

PERP, TP53 apoptosis effector

phosphoinositide-3-kinase, class 2, gamma polypeptide
phospholipase D2

prion protein

prostaglandin F2 receptor negative regulator

quiescin Q6 sulfhydryl oxidase 1

RAB38, member RAS oncogene family

RAB33B, member of RAS oncogene family

RAB7A, member RAS oncogene family

Ras-related GTP binding A

RAS guanyl releasing protein 1 (calcium and DAG-regulated)

enriched genes FLX07
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24771
363136
140945
304023
64442
287920
310808
306009
311651
94338
64630
307348
499991
292994
315957
685882
292041
301081
313564
307362
295543
303277
296360
24699
171517
306157
360272
25706
24323
24326
81508
365972
81522
24851
50662
25243
81507
500538
83502
301555
24392
309680
498003
24323
406166
306347
24326
24333
308415
25099
363735
24379
54254
81663
81816
170818

RATRYUDOCA,RYUDOCA,Sd syndecan 4
RGD1310540,Tmem115 transmembrane protein 115

enriched genes FLX07

G0:0005794
G0:0005794

Rtn3 reticulon 3 G0:0005794
Siat10,St3gal6 ST3 beta-galactoside alpha-2,3-sialyltransferase 6 G0:0005794
Siat4b,Siat5,5t3gal2 ST3 beta-galactoside alpha-2,3-sialyltransferase 2 G0:0005794
Siat7A,St6galnacl ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-N-acetylgalactosaminide alpha-2,6-sialyltransfe GO:0005794
Slc35a3 solute carrier family 35 (UDP-N-acetylglucosamine (UDP-GIcNAc) transporter), member A3 G0:0005794
Slc39a14 solute carrier family 39 (zinc transporter), member 14 G0:0005794
Slc9a8 solute carrier family 9 (sodium/hydrogen exchanger), member 8 G0:0005794
Smpd3,ccal sphingomyelin phosphodiesterase 3, neutral membrane G0:0005794
Snap23 synaptosomal-associated protein 23 G0:0005794
Spirel spire homolog 1 (Drosophila) G0:0005794
Steap4 STEAP family member 4 G0:0005794
Tjp1,20-1 tight junction protein 1 G0:0005794
Tmem22 transmembrane protein 22 G0:0005794
Tmem90a transmembrane protein 90A G0:0005794
Wwox WW domain-containing oxidoreductase G0:0005794
Zdhhc3 zinc finger, DHHC-type containing 3 G0:0005794
Zmpste24 zinc metallopeptidase, STE24 homolog (S. cerevisiae) G0:0005794
Znf532 zinc finger protein 532 G0:0005794
Pigk phosphatidylinositol glycan anchor biosynthesis, class K G0:0003923
Pigs phosphatidylinositol glycan anchor biosynthesis, class S G0:0003923
Pigt phosphatidylinositol glycan anchor biosynthesis, class T G0:0003923
CD45,L-CA,Lca,Ptprc,RT7,T2 protein tyrosine phosphatase, receptor type, C G0:0043395
Gpc2 glypican 2 G0:0043395
Gpc5 glypican 5 G0:0043395
Slit2 slit homolog 2 (Drosophila) G0:0043395
Cck2r,Cckbr,Cholrec cholecystokinin B receptor G0:0001821
Ednl,Etl endothelin 1 G0:0001821
ENDOR,Ednral,Eta,RATEND endothelin receptor type A G0:0001821
Bhmt betaine-homocysteine methyltransferase G0:0008898
Bhmt2 betaine-homocysteine methyltransferase 2 G0:0008898
Mtr,methioninesynthase  5-methyltetrahydrofolate-homocysteine methyltransferase G0:0008898
Alpha-tm,Tma2,Tmsa,Tpm1 tropomyosin 1, alpha G0:0001701
Aml1,Cbfa2,Runx1 runt-related transcription factor 1 G0:0001701
Arnt2 aryl hydrocarbon receptor nuclear translocator 2 G0:0001701
Bmprla bone morphogenetic protein receptor, type IA G0:0001701
Byb1,Cbfa,Dbpb,Efla,Msy1, Y box binding protein 1 G0:0001701
Cdh1 cadherin 1 G0:0001701
Cul3,MGC189292 cullin 3 G0:0001701
Cx43,Gjal,MGC93610 gap junction protein, alpha 1 G0:0001701
Dnmt3| DNA (cytosine-5-)-methyltransferase 3-like G0:0001701
Dusp32,MGC189429,RGD1E dual specificity phosphatase 3 G0:0001701
Edn1,Etl endothelin 1 G0:0001701
Egfl8,MGC156528,Ng3 EGF-like-domain, multiple 8 G0:0001701
Ell elongation factor RNA polymerase Il G0:0001701
ENDOR,Ednral,Eta,RATEND endothelin receptor type A G0:0001701
Enol enolase 1, (alpha) G0:0001701
Ercc2 excision repair cross-complementing rodent repair deficiency, complementation group 2 G0:0001701
Foxa2,Hnf3b forkhead box A2 G0:0001701
Gabpa,Nrf-2alpha,Nrf2a GA binding protein transcription factor, alpha subunit G0:0001701
Gad1,Gad67 glutamate decarboxylase 1 G0:0001701
Gatad GATA binding protein 4 G0:0001701
Gnal2 guanine nucleotide binding protein (G protein) alpha 12 G0:0001701
HR6B,Ube2b ubiquitin-conjugating enzyme E2B (RAD6 homolog, S. cerevisiae) G0:0001701
lemt,MGC95322,fcmt isoprenylcysteine carboxyl methyltransferase G0:0001701
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GPl-anchor transamidase activity
GPl-anchor transamidase activity
GPl-anchor transamidase activity
heparan sulfate proteoglycan binding
heparan sulfate proteoglycan binding
heparan sulfate proteoglycan binding
heparan sulfate proteoglycan binding
histamine secretion

histamine secretion

histamine secretion

homocysteine S-methyltransferase activity
homocysteine S-methyltransferase activity
homocysteine S-methyltransferase activity
in utero embryonic development
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366960
25478
315139
497991
65165
29591
25484
360801
25495
25496
94202
24629
25738
309871
361103
304714
307724
304486
689890
360272
293165
24790
501099
303586
293960
298521
24415
24416
24417
59268
170911
116720
366508
81708
192260
171458
116699
362590
65038
54260
170911
50557
116720
366508
116723
89812
365865
24654
25738
84018
25204
25718
25700
24954
64025
25675

Maff
Man2al,Mana2,Manno
Map3k7ip1,Tabl
Med1,RGD1559552

MGC72390,Rnp24,Tmed2

MGC93659,Tgfbrl
MYRS5,Myole,Myr3
Ncor2

Nog
NOTCH,Notch1, TAN1
Pcptpl,Ptprr
Pdgfrb

PPLCA,Plcgl
Prdm1

Rail7,Zmizl
RGD1305001,Rrn3
RGD1311099,Rpgripll
RGD1566266,Tctnl
Sfrs1,Srsfl

Slit2

Sox6

Sp1l
Srf2,RGD1559787
Wnt9b
Zfand5,Zfp216
GluR7,Grik3,gluR-7
Grm2
Grm3,mGluR3
Grm4
lhpk2,1p6k2,Pius
MGC116320,Pik3ca
Pik3c2g

Pik3cd
Aldh6al,Mmsdh
Cdipt,Pis,Pis1
Impk,Ipk2,lpmk
Inpp4b

InppS5b
Inppl1,Ship2

Itpkb
MGC116320,Pik3ca

MMAC1,Mmac,Pten, TEP1

Pik3c2g

Pik3cd
Pip4k2a,Pip5k2a
Pip4k2b,PipSk2b
Pip5k1a2,Pip5k1b2

PLC'1,PLCbetal,Phosphb,Pl

PPLCA,Plcgl

Synj2
BDP,PC1,PC3,Pcskl
IGFIRC,Igf1r,JTK13
INSDEGM, Ide

Insr
2B4,Cd244,Nmrk
3H3M,Hmgcr

v-maf musculoaponeurotic fibrosarcoma oncogene homolog F (avian)
mannosidase, alpha, class 2A, member 1
mitogen-activated protein kinase kinase kinase 7 interacting protein 1
mediator complex subunit 1

transmembrane emp24 domain trafficking protein 2
transforming growth factor, beta receptor 1

myosin |E

nuclear receptor co-repressor 2

noggin

Notch homolog 1, translocation-associated (Drosophila)
protein tyrosine phosphatase, receptor type, R

platelet derived growth factor receptor, beta polypeptide
phospholipase C, gamma 1

PR domain containing 1, with ZNF domain

zinc finger, MIZ-type containing 1

RRN3 RNA polymerase | transcription factor homolog (S. cerevisiae)
Rpgrip1-like

tectonic family member 1

splicing factor, arginine/serine-rich 1

slit homolog 2 (Drosophila)

SRY (sex determining region Y)-box 6

Sp1 transcription factor

serum response factor (c-fos serum response element-binding transcription factor)
wingless-type MMTV integration site family, member 9B
zinc finger, AN1-type domain 5

glutamate receptor, ionotropic, kainate 3

glutamate receptor, metabotropic 2

glutamate receptor, metabotropic 3

glutamate receptor, metabotropic 4

inositol hexakisphosphate kinase 2
phosphoinositide-3-kinase, catalytic, alpha polypeptide
phosphoinositide-3-kinase, class 2, gamma polypeptide
phosphoinositide-3-kinase, catalytic, delta polypeptide
aldehyde dehydrogenase 6 family, member Al
CDP-diacylglycerol--inositol 3-phosphatidyltransferase (phosphatidylinositol synthase)
inositol polyphosphate multikinase

inositol polyphosphate-4-phosphatase, type Il

inositol polyphosphate-5-phosphatase B

inositol polyphosphate phosphatase-like 1

inositol 1,4,5-trisphosphate 3-kinase B
phosphoinositide-3-kinase, catalytic, alpha polypeptide
phosphatase and tensin homolog
phosphoinositide-3-kinase, class 2, gamma polypeptide
phosphoinositide-3-kinase, catalytic, delta polypeptide
phosphatidylinositol-5-phosphate 4-kinase, type Il, alpha
phosphatidylinositol-5-phosphate 4-kinase, type Il, beta
phosphatidylinositol-4-phosphate 5-kinase, type 1, alpha
phospholipase C, beta 1 (phosphoinositide-specific)
phospholipase C, gamma 1

synaptojanin 2

proprotein convertase subtilisin/kexin type 1

insulin-like growth factor 1 receptor

insulin degrading enzyme

insulin receptor

Cd244 molecule, natural killer cell receptor 2B4
3-hydroxy-3-methylglutaryl-Coenzyme A reductase

enriched genes FLX07
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inhibition of adenylate cyclase activity by metabotropic glutamate receptor signaling pathway
inhibition of adenylate cyclase activity by metabotropic glutamate receptor signaling pathway
inhibition of adenylate cyclase activity by metabotropic glutamate receptor signaling pathway
inhibition of adenylate cyclase activity by metabotropic glutamate receptor signaling pathway
inositol or phosphatidylinositol kinase activity
inositol or phosphatidylinositol kinase activity
inositol or phosphatidylinositol kinase activity
inositol or phosphatidylinositol kinase activity
Inositol phosphate metabolism

Inositol phosphate metabolism

Inositol phosphate metabolism

Inositol phosphate metabolism
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Inositol phosphate metabolism

Inositol phosphate metabolism
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insulin binding

insulin binding

insulin binding

insulin binding

integral to membrane

integral to membrane



29259
286970
25560
25270
300664
114628
155192
286939
266770
79123
313339
81645
25288
114024
245921
29263
57025
81636
24174
305166
298646
65183
84356
362734
29473
444983
80897
298757
499798
170567
29642
363254
24211
24212
24213
25390
24215
170699
117596
24214
25648
83526
291212
366064
288752
116740
65196
315716
301309
24224
50676
81507
84480
140923
116638
25247

A.11,L-selectin,LECAM-1,Sel selectin L

Abca5

Abcc9,Sur2
Abcd3,PMP70,Pxmpl
Abcga

Abcg5

Abcg8

ACAM,Asam,CLMP,0116

Acat-2,Soat2
Accn2,Asicl

Acer2,Asah3l
Acm2,Chrm2

ACS,Acas,Acsl1,COAA,Facl2

Acs3,Acsl3,Facl3

Acvrilc,Alk-7,Alk7,habrecl

Acvr2,Acvr2a,rActR-11

Adam15,MDC15,tMDCVI

Adcy2

Adra2b
Agpat9,MGC114395
Agtrap,MGC95145
Aldh3a2,Aldh4,FALDH
ALDR,Abcd2
Amisyn,Stxbp6
Aoc3,SSA0
Apold1,Verge

ATP-binding cassette, subfamily A (ABC1), member 5
ATP-binding cassette, subfamily C (CFTR/MRP), member 9
ATP-binding cassette, subfamily D (ALD), member 3
ATP-binding cassette, subfamily G (WHITE), member 4
ATP-binding cassette, subfamily G (WHITE), member 5
ATP-binding cassette, subfamily G (WHITE), member 8
adipocyte-specific adhesion molecule

sterol O-acyltransferase 2

amiloride-sensitive cation channel 2, neuronal

alkaline ceramidase 2

cholinergic receptor, muscarinic 2

acyl-CoA synthetase long-chain family member 1
acyl-CoA synthetase long-chain family member 3

activin A receptor, type IC

activin A receptor, type 1A

a disintegrin and metallopeptidase domain 15 (metargidin)
adenylate cyclase 2 (brain)

adrenergic, alpha-2B-, receptor
1-acylglycerol-3-phosphate O-acyltransferase 9
angiotensin |l receptor-associated protein

aldehyde dehydrogenase 3 family, member A2
ATP-binding cassette, subfamily D (ALD), member 2
syntaxin binding protein 6 (amisyn)

amine oxidase, copper containing 3 (vascular adhesion protein 1)
apolipoprotein L domain containing 1

Appils,Arts1,Erap1,MGC112 endoplasmic reticulum aminopeptidase 1

Arl6ip2,Atl2
Arl6ip6

Atal,GInT,Sat11,SIc38al

atlastin GTPase 2
ADP-ribosylation-like factor 6 interacting protein 6
solute carrier family 38, member 1

Ata2,Atrc2,5at21,SIc38a2,Sn solute carrier family 38, member 2
Atg9a,MGC105908,RGD131 ATGY autophagy related 9 homolog A (S. cerevisiae)

Atplal,Nkaalb
Atpla2,RATATPA2
Atpla3,Atpala3
Atp1b3,NKAB3S
Atp2b2,PMCA2
Atp2c1,MGC93231

ATPase, Na+/K+ transporting, alpha 1 polypeptide
ATPase, Na+/K+ transporting, alpha 2 polypeptide
ATPase, Na+/K+ transporting, alpha 3 polypeptide
ATPase, Na+/K+ transporting, beta 3 polypeptide
ATPase, Ca++ transporting, plasma membrane 2
ATPase, Ca++ transporting, type 2C, member 1

Atp6b1b2,Atp6b2,Atp6vlbz ATPase, H transporting, lysosomal V1 subunit B2
ATPB2,ATPB2S,Amog,Atplb ATPase, Na+/K+ transporting, beta 2 polypeptide

Atrc1,CAT1,Cat-1,SIc7al

Atrn
B3galnt2,RGD1306946
B3galtl

B3gnt4

B3gnt5

B4galt6
B7RP-2,B7h3,Cd276
Bai3

Bcl-2,Bcl2

BGT1,Gat1,RNU28927,SIc6a

Bmprla
Bnip3,MGC93043
Bnip3l,Nix
BNPI,SIc17a7,vglutl

Bsmrb,Neep21,Nsg1,PEP1

solute carrier family 7 (cationic amino acid transporter, y+ system), member 1
attractin

beta-1,3-N-acetylgalactosaminyltransferase 2

UDP-Gal:betaGIcNAc beta 1,3-galactosyltransferase, polypeptide 1
UDP-GIcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 4
UDP-GIcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5
UDP-Gal:betaGIcNAc beta 1,4-galactosyltransferase, polypeptide 6

Cd276 molecule

brain-specific angiogenesis inhibitor 3

B-cell CLL/lymphoma 2

solute carrier family 6 (neurotransmitter transporter, betaine/GABA), member 12
bone morphogenetic protein receptor, type IA

BCL2/adenovirus E1B interacting protein 3

BCL2/adenovirus E1B interacting protein 3-like

solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 7
neuron specific gene family member 1

enriched genes FLX07
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84398
300666
361675
84007
24239
29717
116506
246272
84008
25404
140473
266733
25706
117029
24590
29184
25406
24699
29364
24251
24936
171083
83502
117048
29163
192260
50938
171432
85254
83466
310773
24255
79557
25102
85426
29743
171447
291813
25314
170927
84588
304073
315953
290789
304407
287098
65132
287099
306128
291823
501065
361705
116741
116742
116642
24267

C1gRp,C1qr1,Cd93,Ly68

C2cd2l,Tmem24

CD93 molecule
C2 calcium-dependent domain containing 2-like

C38,Cend1,MGC109325,RGI cell cycle exit and neuronal differentiation 1

C3arl
Cacnalc,RATIVS302
Cacnalg

Caler

Cantl,srapy
Caspr,Cntnapl
Cav,Cav1,MGC187299
Ccbp2,D6,MGC105345
Ccc9,Slc12a8
Cck2r,Cckbr,Cholrec
Ccr5,Ckr5,Cmkbr5

complement component 3a receptor 1

calcium channel, voltage-dependent, L type, alpha 1C subunit
calcium channel, voltage-dependent, T type, alpha 1G subunit
calcitonin receptor

calcium activated nucleotidase 1

contactin associated protein 1

caveolin 1, caveolae protein

chemokine binding protein 2

solute carrier family 12 (potassium/chloride transporters), member 8
cholecystokinin B receptor

chemokine (C-C motif) receptor 5

CD10,MGC93576,Mme1,Ne membrane metallo endopeptidase
Cd36,Fat1,MGC108510,MG! CD36 molecule (thrombospondin receptor)
CD44A,Cd44, METAA,MGC1: Cd44 molecule

CD45,L-CA,Lca,Ptprc,RT7,T2 protein tyrosine phosphatase, receptor type, C

Cd47,ltgp,MGCI3490

Cd47 molecule

Cd53,0X44,0x-44,RATOX44 Cd53 molecule

Cd9
Cda08,1tfg1,MGC93216
Cdh1

Cdh17

Cdh9

Cdipt,Pis,Pis1
Cdo,Cdon
Cdtw1,Tmem14c
Cdw92,Ctl1,Slc44al
Celsr3,Megf2
Cept1,MGC95031
Cftr,RGD1561193
Chrnal

Chrna5
Cht1,SIc5a7

Cic1,Ctp,MGC93247,SIc20a:

Cirl-2,Cirl2,Cl2ac,Lphn2
Cklfsf3,Cmtm3

CL-20,EMP-1,ENP1IMR,Emp

Clccl,Mcle

Cldn11
Cldn14,MGC109472
Cldn18
Cldn23,MGC124737
Cldn4

Cldné
Cldn7,MGC124679
Cldn9

Cln5
Cmtm1,MGC116183
Cmtm7

CD9 molecule

integrin alpha FG-GAP repeat containing 1

cadherin 1

cadherin 17

cadherin 9

CDP-diacylglycerol--inositol 3-phosphatidyltransferase (phosphatidylinositol synthase)
Cdon homolog (mouse)

transmembrane protein 14C

solute carrier family 44, member 1

cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo homolog, Drosophila)
choline/ethanolamine phosphotransferase 1

cystic fibrosis transmembrane conductance regulator homolog (human)
cholinergic receptor, nicotinic, alpha 1 (muscle)

cholinergic receptor, nicotinic, alpha 5

solute carrier family 5 (choline transporter), member 7

solute carrier family 25 (mitochondrial carrier, citrate transporter), member 1
latrophilin 2

CKLF-like MARVEL transmembrane domain containing 3

epithelial membrane protein 1

chloride channel CLIC-like 1

claudin 11

claudin 14

claudin 18

claudin 23

claudin 4

claudin 6

claudin 7

claudin 9

ceroid-lipofuscinosis, neuronal 5

CKLF-like MARVEL transmembrane domain containing 1

CKLF-like MARVEL transmembrane domain containing 7

Cnih2,Cnih31,MGC109307,F cornichon homolog 2 (Drosophila)

Cnr12,MGC93781,Pcdhad

Cnr5,Pcdhal3
Cnt1,Slc28a1
Comt

protocadherin alpha 4

protocadherin alpha 13

solute carrier family 28 (sodium-coupled nucleoside transporter), member 1
catechol-O-methyltransferase

enriched genes FLX07
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