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* Transcriptional repressor complex * Replication fork * Double-stranded DNA binding _
* SMAD binding
* Rough microsome * Type Il transforming growth factor beta receptor binding
* Vesicular fraction * Transforming growth factor beta receptor binding
* Peripheral to membrane of membrane fraction 3« MHC class | protein binding
* Plasma membrane enriched fraction * Growth factor activity

* Ligand-dependent nuclear receptor binding



